Three keys to 44 species belonging to the family Convolvulaceae in the flora of Egypt are prepared to facilitate the identification of those species, based on 72 characters. These keys were constructed using the DELTA key-generating programs. The first key was built using all characters and the second key was built using 56 characters (vegetative, floral and fruit characters). The first key is considered as main key and can be confirmed by the second key in the field. The third one was built using 16 characters (pollen grains, seed and cell wall characters) which are to be used to identify and confirm the specimen in the laboratory.
Introduction
Convolvulaceae (morning glory family) is a large family, comprising approximately 50-60 genera with some 1600-1700 species (Mabberley 1987) , exhibiting a rich diversity of morphological characters and a wide range of ecological habitats. It is herbaceous, twining, or woody, climbing or trailing vines, shrubs or trees. Takhtajan (1997) placed this family in its own order, Convolvulales, due to a number of morphological characters.
Convolvulaceae has been studied by many authors. Hallier (1893) recognized the usefulness of pollen characters and divided the family into two subfamilies: Echinoconiae and Psiloconiae. Sengupta (1972) studied the pollen of 170 species in 30 genera, and described four pollen types, each with several subtypes. Tellera & Daners (2003) studied the pollen of 75 species, and described three main pollen types. Osman & Abdel Khalik (2005) studied the pollen morphology of Convolvulaceae in Egypt and recognized three main pollen types. Sampathkumar & Agyangar (1978) studied the seed coat anatomy and morphology of the family Convolvulaceae and separated Cuscuta into another family Cuscutaceae. Abdel Khalik & Osman (2007) investigated the seed morphology of 31 taxa of Convolvulaceae in Egypt and cited the importance of seed morphology to distinguish between the studied taxa. Abdel Khalik (2008) studied the phenetic characters of the Convolvulaceae in Egypt and recognized five main groups: Convolvuleae, Cuscuteae, Cresseae, Dichondreae and a mixed group from Ipomoeeae and Merremieae.
The following conventional keys have been generated by the program Key (Dallwitz 1974 (Dallwitz , 1978 Dallwitz & al. 2000) . Three keys are constructed; the first key is considered as the main key and the other two keys are considered as confirmatory and vice versa.
Main Key
In this key all the characters are used except the size characters. This key can be used to identify the specimen in the field. 
Confirmatory Key
The following key was built using 56 characters (vegetative, floral and fruit characters). This key can be used to confirm the identification for the specimen which was identified by the main key. 
Discussion
The software package DELTA is a sophisticated and powerful data-basing program which stores morphological data for export in a number of different forms. In this way it acts as a manager of taxonomic research which can be used on a local, regional or worldwide (Coleman & al. 2010) .
DELTA is a modern software package that manages taxonomic research (Dallwitz 2009) . In this work DELTA is selected because It promotes consistency in descriptive taxonomy, can produce descriptive taxonomy in natural language ready for publication and produce conventional (dichotomous) keys.
Identification is the process of finding the taxon to which a specimen belongs. Several methods are available for aiding this process (e.g. Pankhurst 1991) . The most important are conventional identification keys and interactive keys.
Conventional keys should provide some flexibility for the user by placing alternative characters at each node, but the possibilities for doing this are limited, because the characters must have identical distributions of their states among the taxa (Dallwitz & al. 2002) . The size characters are omitted from the main key and the second one to facilitate using them in the field. However, in the third key size characters are used for confirmation in the laboratory. All the characters of pollen grains, seed and cell wall are used .
After any identification, it is good practice to check its accuracy by comparing the specimen with a description or illustrations of the taxon, or with other specimens in the herbarium known to belong to the taxon, and to use confirmatory keys. The excluded size characters were used with the other characters for generating Natural-language descriptions.
The main key and the second one are generating depending on vegetative, floral and fruit characters. These characters are available and easy to distinguish in the field or in the lab. However, Boulos (2000) used also pollen grains in his main key for identification of the genera of Convolvulaceae of Egypt.
